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Effect of Guizhou red sour soup on hepatic lipid metabolism in high-fat diet rats based on proteomics
AO Xue'?, XIE Jingcheng®, ZHAO Xiaojuan'?, YANG Hao*, LIU Xiaoying'?, WANG Huiqun'*

(1.School of Public Health, Guizhou Medical University, Guiyang 561113, China; 2. The Key Laboratory of Environmental Pollution
Monitoring and Disease Control, Ministry of Education, Guizhou Medical University, Guiyang 561113, China; 3.Clinical Nutrition
Department, The People's Hospital of Leshan, Leshan 614000, China; 4.Qixingguan District People's Hospital, Bijie 551799, China)

Abstract: To investigate the effect and molecular mechanism of Guizhou red sour soup on hepatic lipid metabolism in rats with a high-fat diet, specific
pathogen-free (SPF) grade male SD rats were continuously intervened with Guizhou red sour soup for 12 weeks. The changes in the proteomic expres-
sion profile of the liver in rats with a high-fat diet after intervention with red acid soup were detected using proteomics technology, and an in-depth
study on hepatic lipid metabolism was conducted combining with biochemical analysis,. The results showed that Guizhou red sour soup could inhibit
the body mass of rats with a high-fat diet, reduce blood lipid levels and fat accumulation, and alleviate liver inflammation and liver damage. After the
intervention of red sour soup, the protein expression levels related to lipid metabolism, unsaturated fatty acid metabolism, pyruvate metabolism and
immune regulation pathways changed significantly, indicating that Guizhou red sour soup could effectively improve the lipid metabolism disorder in
the liver of rats with a high-fat diet. The mechanism might be to act on target organs such as mitochondria, regulate pathways such as lipid metabolism,
unsaturated fatty acid metabolism, pyruvate metabolism and immune regulation, as well as alleviate liver inflammation and liver injury. Proteins includ-
ing fatty acid synthase (Fasn), adenosine Triphosphate citrate lyase (Acly), acetyl-CoA carboxylase alpha (Acaca), cytochrome P450 3A2 (Cyp3a2),
cytochrome P450 3A62 (Cyp3a62), aldehyde dehydrogenase 1Al (Aldhlal), and hydroxyacyl-coenzyme A dehydrogenase trifunctional multi-enzyme
complex subunit 3 (Hadhb) might be the key potential targets for Guizhou red sour soup to improve hepatic lipid metabolism disorders.
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Fig. 1 Effect of Guizhou red sour soup on body mass (A), obesity
index (B), and liver index (C) in rats with a high—fat diet
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Fig. 5 Repeatability test results of proteomics samples
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Fig. 6 Statistical results of differentially expressed proteins among
the comparison groups
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