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Research progress on yeast metabolism and its microbial interaction in Chinese Jiuqu
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Abstract: Jiuqu, as a mixed microbial starter, has a long history of application in alcoholic drink production, among which the core role of yeast in the

fermentation process is particularly significant. As a key functional microorganism in Jiuqu, yeast has a significant impact on the yield, quality and

flavor of the product. Jiuqu and functional yeasts were introduced, and the research progress on yeast metabolism as well as its microbial interaction

in Jiuqu were systematically reviewed in this paper. The diversity characteristics of microbial communities in Jiuqu, yeast metabolism and its interac-

tion mechanisms with other microorganisms, as well as the screening, improvement, and industrial application of functional yeast strains were focus-

edly discussed. So as to deeply understand the biological mysteries of Jiuqu from this perspective of yeast and its microbial community interaction,

aiming to provide reference for the efficient development and utilization research of Jiuqu microbial resources.
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