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Characterisation and application of Lactiplantibacillus plantarum W114 postbiotics
YANG Fengyan', YU Minghui', WU Gaihong?, WANG Jun?, WANG Yanping'*

(1.College of Food Science and Engineering, Tianjin University of Science and Technology, Tianjin 300457, China;
2.Tianjin Zhongyao Boyan Biopharmaceutical Co., Ltd., Tianjin 300385, China)

Abstract: Using a lactic acid bacterium W114 selected from Kefir granules in Tibet as the research object, the strain was identified by morphological
observation, physiological and biochemical experiments, and molecular biology techniques, the preparation methods of its postbiotics, antioxidant
and tyrosinase inhibitory properties were studied, and its effect on maintaining the microecology of the skin was observed. The results showed that the
strain W114 was identified as Lactiplantibacillus plantarum. When the postbiogens addition was 10% (V/V), the scavenging ability of 1,1-diphenyl-
2-picrylhydrazyl (DPPH) free radicals was 36.42%, and the tyrosinase inhibitory rate reached 51.91%. Ten subjects were randomly selected to use
postbiotics masks containing strain W114. The results of 16S rDNA high-throughput sequencing showed that the richness of facial skin flora in the
subjects was significantly increased (P<<0.05), and the distribution of flora was more concentrated, which could regulate the abundance of flora related
to inflammation, aging, skin barrier, etc., increase the total relative abundance of Actinobacteria, Firmicutes and Proteobacteria in the skin flora, re-
duce the relative abundance of Streptococcus, and increase the relative abundance of Staphylococcus epidermidis and Staphylococcus hominis, effec-
tively improve the microecology of the skin.
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Fig. 1 Colony morphology (a), cell morphology (b) and electron
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Fig. 10 Relative abundance of facial skin flora in CON group and
W114 group based on genera level
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Fig. 11 Relative abundance of facial skin flora in CON group and
W114 group based on species level
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