2025 Vol.44 No.10

Serial No.404 China Brewing

*142- Research Report

— R ERE XK & BRI 5k =€ & R F
E AR, A R KA, R &Y
CRA K WE £ WA RAF, T R 611137)

T T T MM R € K R S TR RIS B v G B R 3 e R L I 9 O o A SRR S B A 0 PR A A i R A R AR
B A A S50 T 43 T A 2 B R X 0 1 R AT S R o X B R AT 32 R AR BT R A R R, OFA5 e B R P R T DR A L 120 19R
A o T L SR s Rt R R T 2 [ AR AR SR €335 - % B FH (HS-SPME-GC-MS ) 5 46 i 2 i 72 W) & AU 40 2 1, 4 SRR, v s
5 198 A 1Rk 2L e A8 SR A JXUBR 1) 77 7 1 KR DDIC 008 , H: %5 52 by b 22 W IE 42 1 ( Dipodascus macrosporus) , H: % 48 hit) B-75 L BE 7= 4 N
(100+4.96) mg/L., TH#EDDC 00875 % i 4% 5530 hit] 3. 5175 o/LANMIL T 07 ik, TR TR & IR ity b JAG I 1 3 VRN A S 43, 6 2 124126084 mg/L,
B LB B A 2 5 AR L, TR AT T L LA SRS T AR B 4% e P A O A R I N25.6% , A RETR 2 TR HIR TR S TR AN T A Y
I3 I T 26.7% .70.8%H168.5%., Rt , 1 22 WUE ¢ HDDC 008TE itk 35 1 3= & 5% Wk & 12 i wl AR J7 10 K5 5 7 ) 1) 182 i ¢
KRR 7 HWUEY  BUL BETH TR TR A 5 R 9 5 4 ot

hE S %S . TS261.2 X E %S .0254-5071(2025)10-0142-07 doi:10.11882/j.issn.0254-5071.2025.10.020
BISCHEE AU MRS 158, A, — bk A AU 7 A T R 1 0 2 S MR (D). R, 2025,44(10) 1 142-148.

Screening and identification of aroma-producing yeast strain with fruity flavor and its application
YAN Dongni, YE Jialing, XIAO Yao, ZHANG Lihan, YU Miao*
(Dad Hank (Chengdu) Biotech Corp, Chengdu 611137, China)

Abstract: Strains were isolated from the flesh and peel of local specialty fruits, and the strains with obvious aroma characteristics and intensity were
screened by sensory sniffing. The screened strains were identified by morphological observation, physiological and biochemical experiments, and
molecular biology techniques. The strains were subjected to tolerance analysis and high-density cultivation, and the strain was used for mixed fermen-
tation with Angel commercial yeast in a dry mass ratio of 2:1 to ferment hawthorn fruit residue feed. The aroma components and contents of the fer-
mentation products were analyzed by HS-SPME-GC-MS. The result showed that an aroma-producing strain DDC 008 with rich fruity flavor was se-
lected and identified as Dipodascus macroporus. The yield of B-phenylethanol after 48 h fermentation was (100+4.96) mg/L. High-density cultivation
of strain DDC 008 could result in a cell dry mass of 75 g/L. A total of 31 aroma compounds were detected in the mixed fermentation samples, with a
total content of 126.084 mg/L. Compared with the single strain fermentation results of Angel yeast, the total volatile aroma compounds in the mixed
fermentation hawthorn fruit residue feed increased by 25.6%, and the contents of ethyl laurate, ethyl palmitic acid and eugenol increased by 26.7%,
70.8% and 68.5%, respectively. Therefore, D. macrosporus DDC 008 might have a broad application in improving and enriching fruity flavor fermented
foods or feed in the future.
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Fig. 1 Colony morphology (a) and cell morphology (b) of strain DDC 008
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Fig. 3 Effect of ethanol volume fraction (a), NaCl (b), glucose (c) and
pH (d) on the growth of the strain DDC 008
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Fig. 4 High—density cultivation results of the strain DDC 008
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Table 4 Analysis of volatile flavor components in hawthorn fruit residue feed samples fermented with single and mixed strains

5 el LEY i Sk UL A R (mg- L) TRE L RS R/ (mg- L)
1 B-7K LT BT | W T 2.016+0.235 2.869+0.274
2 ) a-PA I B BT HIER 0.843+0.034 0.698+0.065
3 mk 2,3-T R A 0.845+0.015 1.28540.151
4 R FPEA AT AL R 0.093+0.027 -

5 A TR Pty K R AL 20.558+1.204 7.420+0.422
6 B 2 R i A T 18.861+1.183 32.536x1.044
7 AN 3 A BEIEA RA 9.845+0.680 17.400+0.947
8 WRKFR & T 7.410+0.113 13.330+1.539
9 HH:MR 2 A AT WA R < 5.716+0.591 7.244+0.528
10 TR 216 AR s 4.899+0.368 7.831+0.481
11 BN H R 4.606+0.373 4.957+0.567
12 SR LR KN TR 4.356+0.282 5.861+0.239
13 9-# 5 2 £ Wik KT AT HEHES 2.925+0.184 4.72320.256
14 TR 55 R £ T I, 05 B o i v 2.190+0.252 3.457+0.545
15 S i g ROk S 1.968+0.281 2.258+0.255
16 V. PR R P11 Pl 1.562+0.174 -

17 11,1417 Rl = T2 FH T - 1.870+0.501
18 VR T A WA A 0.634+0.065 0.988+0.316
19 i 7R 7 13 T T AR R R A 1.152+0.360 1.186+0.166
20 T K A5 W 0.634+0.048 0.988+0.036
21 3-CL N i BEFih ELIR R AR R R 0.25420.029 -

22 NI TR YA KR BT R 0.209+0.042 -

23 LR IE ¥ i AT TR - 0.192+0.018
24 2T T AITRAY | Wl 7, P K A - 0.17120.015
25 3-HETR g KA B T 0.191+0.010 -

26 L B 1 T 0.5130.019 .

27 s SRR ; AR R I, 0.525+0.026 0.484+0.030
28 E=UE = 0.406=0.043 -

29 e 0.230+0.014 0.100+0.011
30 . AV 1.14120.213 0.446=0.072
31 [ Uk - 0.8190.031
32 e Bl febl 1.011x0.102 0.596+0.052
33 — S22 2 D i R - 0.927+0.053
34 5- 1 EL TR B, E e, RS 0.400+0.37 0.410+0.024
35 -6~ FF 5 7T 2, 1 -2- 0.241+0.010 0.295+0.015
36 T & TH,Ew 2.530+0.349 4.264+0.421
37 E-B- Je M TR, B 0.515+0.063 -

38 HoAly it R i i R 0.858+0.049 0.459+0.067
39 FEFAR L 0.154=0.009 -

40 e 0.374v0.021 0.335+0.015

it 99.708+6.957 126.084+14.619

VR AR
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22 T T PR 2R B A A T ) L L A7 S v sk rh A S T
i 299.708 mg/L, Hh g3 W) B187.779 mg/L, BE 2R W) it
2.592 mg/L, 2 5 1.038 mg/L, Bk 2 i 1.777 mg/L,
511,652 mg/L, HA A 515,276 mg/L, F#£DDC 008
K22 DU FH I B VR TR T 1) LA SR R B R R i
9126.084 mg/L, H g2 W) i 112.412 mg/L, B 25 W) i
4.413 mg/L, B2 25 %) 510.484 mg/L , ki e 259 it 1.365 mg/L,
PR 2EW) [502.228 mg/L, HA W) 515.497 mg/L %t e & BR,
TR TR R AR i P A SR 43 B R G I 658 o 7 ke I 4
T25.6%, B 2EW R HE 5 1 27.8% , BER Y T 51 17 49.5%;
HEERR T KRR SR AN T 7 B 2 5 40 4R 5 1 26.7%
70.8%F168.5% , R TR TR & 1% LA SR s A} 1) 7 S o
RS HRF AW 4R A TR T R ST v B
AU G, iBAO TR FAE Y LA B8 5 0 5 28 6 P
R A 22 B M2 e o JEURE A | & B R M S TR R 2 D
T ROZ IS SR A AR £, Wi Rl VR AR iR AR Y
P R TE A BRI AT R i T

TR TR R T R PR B8 1 LA A9 s e TR JEC 00 1 AR A 2R A KL
W, SR BV T AR SR A A, AU B IR TR b
DDC 0081 Sy T %2 7 5 i 1} S 22— | 6 2 e 7™ 40 1 AL
PR XS TS AS IR AL, MG AP 5T K
B, M 22 XU 8 TR @ A A R O R A A
XoF P XU 7 A T o R ) 5 RS 7 S 1251k B b, 22 XU A T
R A M A Y PG A e A S R B A R A (S
L R 35 13.39% ), XoF H i il ¥ 7 78 PV 1) 2 o XU & 4% T
AR, &5 1, B FEDDC 0081E A —Fh 7= & e £, 76 24035 Fl
Fo 5 K T A T R XU O T R AR
3 &it

AR R b, T R €8, 7K R SR R R AR R i 5 AR A — bk
KR WAL RS RN - R SRR 2 A Ak
I DA K 73 1 A2 W2 S O b 22 XUJR 4 T (Dipodascus
macrosporus) , ¥ 5 2 B B T B R 208 F Ll
s R v e VR TR K T 2 SRR W] TR R R 848 hi B
B M (100.00+4.96) mg/L, I T R iR & K B 5 &
B S KR B AR R B B 0 R K R S )
IRz, T & & RS T 268.5%, 7 H: ik £ B & i
T 2926.7% , TR L TR & B & T £970.8% ; AL VR 1A
2 TR R A B LA SRS e P R A SR A AU, S R Y
BRI AE R A, HAA KRB 3 (R XUk 38
PEE 4 NI, 77 % 8% £} Dipodascus macrosporus DDC 008
FE K A0 EL AT K R 98 A 1 AN (L
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