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Production of a microbial flocculant using Baijiu brewing wastewater
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Abstract: The flocculant-producing strain was screened from activated sludge by pour plate method by using Baijiu (Chinese liquor) brewing wastew-

ater as a medium. The effect of wastewater chemical oxygen demand (COD), culture time, pH, external nitrogen source, phosphorus source on floc-

culation effect of microbial flocculant were investigated at 32 °C. The results showed that a flocculant-producing strain HN5 was screened, and identi-

fied as Ochrobactrum pseudintermedium based on 16S rDNA gene sequencing. The suitable culture conditions for microbial flocculants were as fol-
lows: wastewater COD 5.0-6.9 g/L, cultivation time 60-72 h, pH 6-8, KH,PO, 2.0 g/L. The microbial flocculants from Baijiu brewing wastewater had

a good flocculation effect, and the highest flocculating rate to kaolin suspension was 84.9%. When 6.0 ml flocculant was added to 100 ml domestic

sewage, the flocculation rate and the suspended solid removal rate were 86.8% and 92.5%, respectively. It was feasible to use Baijiu brewing wastew-

ater as a cost-effective medium for microbial flocculants, which could not only reduce the cost of cultivation but also realize the reuse of wastewater.
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Fig. 1 Flocculation effect of different strains
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4195
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Fig. 2 Effect of different COD on flocculation
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